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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NBN 4683 BC040519 NM_001024688
About the gene
Official Symbol NBN
Previous Symbol NBS; NBS1
Official Full Name | nibrin
Synonyms ATV; AT-V2; AT-V1
Location 8q21.3
Gene Type protein_coding
Uniprot ID 060934
Pathway/Library others
Mutations in this gene are associated with Nijmegen breakage syndrome, an autosomal recessive
chromosomal instability syndrome characterized by microcephaly, growth retardation, immunodeficiency,
Gene Summary and cancer predisposition. The encoded protein is a member of the MRE11/RADS50 double-strand break
repair complex which consists of 5 proteins. This gene product is thought to be involved in DNA
double-strand break repair and DNA damage-induced checkpoint activation.
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YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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